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SNAP-25 HS NT   19 DQLADESLESTRRMLQLVEESKDAGIRTLVMLDEQGEQLERIEEGMDQINKDMKEAEKNLTDL�SNAP-23 HS NT   14 HQITDESLESTRRILGLAIESQDAGIKTITMLDEQKEQLNRIEEGLDQINKDMRETEKTLTEL�Sec9p   SC NT  434 KFTKQSSVASTRNTLKMAQDAERAGMNTLGMLGHQSEQLNNVEGNLDLMKVQNKVADEKVAEL�Spo20p  SC NT  179 RSTKLKSVKTTSRTLEKAIEARCTGKRVLQQLSCQSNQLTKIESNCDMLKIQSNVADRKIDEL�SNAP-25 HS CT  140 DARENEMDENLEQVSGIIGNLRHMALDMGNEIDTQNRQIDRIMEKADSNKTRIDEANQRATKM�SNAP-23 HS CT  146 DAREDEMEENLTQVGSILGNLKDMALNIGNEIDAQNPQIKRITDKADTNRDRIDIANARAKKL�Sec9p   SC CT  588 DEMELEIDRNLDQIQQVSNRLKKMALTTGKELDSQQKRLNNIEESTDDLDINLHMNTNRLAGI�Spo20p  SC CT  330 NQMEIDLYGNLEQIKAVSGDLKIMAHAFGREFEAQNTRMFDIENNVQQADNALQAKRYRLEKV�Tsl1    HS         RAYHQKIDSNLDELSMGLGRLKDIALGMQTEIEEQDDILDRLTTKVDKLDVNIKSTERKVRQL basic         transmembrane�Tsl5    HS         TSLPALSEADTQELTQILRRMKGLALEAESELERQDEALDGVAAAVDRATLTIDKHNRRMKRL((((((    ((((((((((


Stx1a   HS     192 LSEIETRHSEIIKLENSIRELHDMFMDMAMLVESQGEMIDRIEYNVEHAVDYVERAVSDTKKAVKYQSKARRKK...IMIIICCVILGIVIAST�Stx2    HS     191 LNEIESRHKDIMKLETSIRELHEMFMDMAMFVETQGEMINNIERNVMNATDYVEHAKEETKKAIKYQSKARRKK...WIIIAVSVVLVVIIVLI�Stx3    HS     191 LSEIEGRHKDIVRLESSIKELHDMFMDIAMLVENQGEMLDNIELNVMHTVDHVEKARDESKKAVKYQSQARKK...LIIIIVLVVVLLGILALI�Stx4    HS     200 LNEISARHSEIQQLERSIRELHDIFTFLATEVEMQGEMINRIEKNILSSADYVERGQEHVKTALENQKKVRKKK...VLIAICVSITVVLLAVI�Sso1p   SC     190 LAEVQARHQELLKLEKSMAELTQLFNDMEELVIEQQENVDVIDKNVEDAQLDVEQGVGHTDKAVKSARKARKNKIRCWLIVFAIIVVVVVVVVV�Stx5    HS     209 DSYIQSRADTMQNIESTIVELGSIFQQLAHMVKEQEETIQRIDENVLGAQLDVEAAHSEILKYFQSVTSNR......WLMVKIFLILIVFFIIF�Sed5p   SC     249 NVYLQERNRAVETIESTIQEVGNLFQQLASMVQEQGEVIQRIDANVDDIDLNISGAQRELLKYFDRIKSNR......WLAAKVFFIIFVFFVIW�Vam3p   SC     190 TIIHQERSQQIGRIHTAVQEVNAIFHQLGSLVKEQGEQVTTIDENISHLHDNMQNANKQLTRADQHQRDRNKCGK.VTLIIIIVVCMVVLLAVL�Stx7    HS     165 LRLIHERESSIRQLEADIMDINEIFKDLGMMIHEQGDVIDSIEANVENAEVHVQQANQQLSRAADYQRKSRKT..LCIIILNLVIGVAIISLII�Pep12p  SC     195 QNLIEQRDQEISNIERGITELNEVFKDLGSVVQQQGVLVDNIEANIYTTSDNTQLASDELRKAMRYQKRTSR.....WRVYLLIVLLVMLLFIF�Tlg2p   SC     244 EAYLRERDEEITQLARGVLEVSTIFREMQDLVVDQGTIVDRIDYNLENTVVELKSADKELNKATHYQKRTQKCK..VILLLTLCVIALFFFVML�Ufe1p   SC     255 LNQKNEQLKKVETINKTILDIVNIQNELSNHLTVQSQNINLMLNNQDDIELNIKKGNKELRKAKRAAGRTAKMTT..YGAIIMGVFILFLDYVG�Sft1p   SC       7 SQTESNNDRKLEGLANKLATFRNINQEIGDRAVSDSSVINQMTDSLGSMFTDIKNSSSRLTRSLKAGNSIWRM...VGLALLIFFILYTLFKLF


Bet1p   SC      52 ASLESQSEEQMGAMGQRIKALKSLSLKMGDEIRGSNQTIDQLGDTFHNTSVKLKRTFGNMMEMARRSGISIK....TWLIIFFMVGVLFFWVWI�rBET1   RN      26 NACEEENDRLTESLRSKVTAIKSLSIEIGHEVKNQNKLLAEMDSQFDSTTGFLGKTMGRLKILSRGSQTKLL....CYMMLFSLFVFFVIYWII�GS15    RN      15 EIVDRENKRMADSLASKVTRLKSLALDIDRDTEDQNRYLDGMDSDFTSVTGLLTGSVKRFSTVARSGRDTRKL..LCGMAVVLIVAFFILSYLF


Stx6    RN     163 QLIVEQQDEQLELVSGSIGVLKNMSQRIGGELEEQAVMLDDFSHELESTQSRLDNVMKKLAKVSHMTSDRRQ.....WCAIAILFAVLLVVLTL�Tsl2    MM     142 QKIIQEQDAGLDALSSIISRQKQMGQEIGNELDEQNEIIDDLANLVENTDEKLRTEARRVTLVDRKSTSCG.....MIMVILLLLVAIVVVAVW�Tlg1p   SC     132 EQMLREQDVHLDGIHKTMQNLHIQAQTMGDELENQGQLLDNMDEGMDGVVNKLARGRRQLEWVYEKNKEKYDDC.CIGLLIVVLIVLLVLAFIA�Vam7p   SC     250 MQMVRDQEQELVALHRIIQAQRGLALEMNEELQTQNELLTALEDDVDNTGRRLQIANKKARHFNNSA�Tsl3    HS         QLIMDEQDQQLEMVSGSIQVLKHMSGRVGEELDEQGIMLDAFAQEMDHTQSRMDGVLRKFGQSYPT


Bos1p   SC     152 YQGLQKEQSVFERGNAQLDYILEMGQQSFENIVEQNKILSKVQDRMSNGLRTLGVSEQTITSINKRVFKDK....LVFWIALILLIIGIYYVLK�Membrin RN     121 DESLQF.NSSLQNIHHGMDDLIGGGHSILEGLRAQRLTLKGTQKKILDIANMLGLSNTVMRLIEKRAFQDK.....YFMIGGMLLTCAVMFLVV�Gos1p   SC     135 DEYIQNETRRIDQSNNVVDRLISQAWETRSQFHSQSNVLNTANNKVLQTLQRIPGVNQLIMKINTRRKKNA......FVLATITTLCILFLFFT�GOS28   CG     161 ELFLKE.HDHLRNSDRLIEETISIAMATKENMTSQRGMLKSIHSKMNTLANRFPAVNSLIQRINLRKRRDS......LILGGVIGICTILLLLY�Vti1p   SC     124 HAILQKSGDRLKDASRIANETEGIGSQIMMDLRSQRETLENARQTLFQADSYVDKSIKTLKTMTRRLVANK......FISYAIIAVLILLILLV


Syb1    HS      25 PPNMTS.NRRLQQTQAQVEEVVDIIRVNVDKVLERDQKLSELDDRADALQAGASQFESSAAKLKRKYWWKNCK....MMIMLGAICAIIVVVIV�Syb2    HS      22 PPNLTS.NRRLQQTQAQVDEVVDIMRVNVDKVLERDQKLSELDDRADALQAGASQFETSAAKLKRKYWWKNLK....MMIILGVICAIILIIII�Syb3    HS       6 TAATGS.NRRLQQTQNQVDEVVDIMRVNVDKVLERDQKLSELDDRADALQAGASQFETSAAKLKRKYWWKNCK....MWAIGITVLVIFIIIII�Snc1p   SC      20 PQNVQS.KSRTAELQAEIDDTVGIMRDNINKVAERGERLTSIEDKADNLAVSAQGFKRGANRVRKAMWYKDLK....MKMCLALVIIILLVVII�SybL    HS     115 HHSENKGLDKVMETQAQVDELKGIMVRNIDLVAQRGERLELLIDKTENLVDSSVTFKTTSRNLARAMCMKNLK....LTIIIIIVSIVFIYIIV�SAR1    AT     122 MAHPDE.ISKLAKVKAQVSEVKGVMMENIEKVLDRGEKIELLVDKTENLRSQAQDFRTQGTQMRRKMWFQNMK....IKLIVLAIIIALILIII�Nyv1p   SC     157 NGQNTI.SDIGDATEDQIKDVIQIMNDNIDKFLERQERVSLLVDKTSQLNSSSNKFRRKAVNIKEIMWWQKVK...NITLLTFTIILFVSAAFM�Sec22p  SC     122 SYSDKKVQDNLDQLNQELVGVKQIMSKNIEDLLYRGDSLDKMSDMSSSLKETSKRYRKSAQKINFDLLISQYA...PIVIVAFFFVFLFWWIFL�mSec22b CG     126 YIDSRA.RRNLGSINTELQDVQRIMVANIEEVLQRGEALSALDSKANNLSSLSKKYRQDAKYLNMRSTYAKLA...AVAVFFIMLIVYVRFWWL�Ykt6p   SC     132 YQDPSQ.ADAIMKVQQELDETKIVLHKTIENVLQRGEKLDNLVDKSESLTASSKMFYKQAKKSNSCCIIM........................�HsYkt6p HS     130 YQNPRE.ADPMTKVQAELDETKIILHNTMESLLERGEKLDDLVSKSEVLGTQSKAFYKTARKQNSCCAIM........................








